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Abstract Using an estrogen nducibk expresson XVE ( LexA-VP16 Estragon Receptor) system we have
generated approxin ately 40 000 independent T DNA insertion lines ofA ab dopss thalana. Segregatbn analy
ses ofabout18 000 lhes indtaed hat51. 64 of them contain shgle FDNA nsertons and hat the average i
sertion number & 1. 38 copies per lne Mutnts display hg a variety ofmomphobgical aleratonswere dentifed
nclding hose that affectdevebpment of mos hypocotyls leaves floralorgans and seeds aswe Il as the flow
ering tine
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Fig 1 A diagram of the chem ical inducb e
activation tagging vector pER16
Only the T-DNA egbn 5 shown h the diagran. Two tran
scrptbn unis are ncluded betveen the rght border (RB)
and the leftborder ( LB). The G1G-90 pramoter constiutively
drives he XVE chineric gene whth & &m hatedby aRBCS
E9 poy (A) additon sequence The Nopalne Synthase
(NOS) promotr conto b expresson of he Nean ycin Phos
photranskrasell (NPTII) gene &m hatd by aNOS polya
denylatbn sequence TheO®- 46 promoter consiss of e ght
cop es of he LexA operabr sequence fused to he CaMV- 46
35S pramoter( Mod ffied from Zuo etal 2122 ),
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TDNA PCR

LexA3 5 ATCATCCCCTCGACGTACTGTAC
3;
LexA4 5 CTGGTTTTATATACAGCAGTCG

ACG-3;
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LexA5 5' AGTCGAGGTAAGATTAGATATGG

LexAG 5 TTGGAGAGGACACGCTGAAGC

AD1 5 NTCGA(G/C)T(AMT)T(G /)G
(A T)GTT-3;

AD2 5'NGTCGA(G /C) (A T)GANA (A /T)
GAA 3;

AD3 5° (A /T)GTGNAG (A /T) ANCANAGA-
3:

AD4 5'NGTA(G /C)A (G /C) (A /T) GTNA
(A T)CAA 3.
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Tabke 1 Segregation analysis of T, transgenic lnes
Kan® Kana® Numberof Ines % hserton
0 1746 97 0
14 646 36 1
23 1 059 59 1
31 7 583 42 1 1
154 5 251 29 2 2
63+1 1715 95 3
Totl 18 000 100 -
23
) T1
d240( 2 A).e511 T,
) T> 183
2 , V35
( 2B)
( ),
d240
3 ) d240
pe2( 2C)
) ) d464( 2
D) ,
( ), ;
., .@72(., 2E) qg625 c587



1086

Acta GenetcaSinca Vol 32 Na 10 2005

2
A d240 ; B 735 ; G
62 ; D d464 ; B g572( )
, ; FE c587( )
R ; G: R49( )
; Ho a645( )

Fig 2 Phenotlypic analysis of represen tative
mutants
A Bkach phenotype of d24Q B B kach phenotype of i735
C. Dwarf phenotype of 262 D Dwarf phenotype of d464
( dominant); E Abnomal hypocoty| deve bpment of q572
( rght leftis aWT Col0 seedling); E Abnomal flower de
velopmentofc587 ( rght eft 8aW T Col0 fbwen; G Early
flov erng phenotype of P49 ( rght Ef WT Col10); H: Lak
fowering phenotype of a645 ( right EftW T Co10).
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